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Background & Aim Results

e Staphylococcus haemolyticus is common cause of late- ® Of 82 isolates (Figure 1) 80 were typeable, ® Most commonSTs causing LOS or colonizing ¢ Colonizing/LOS-causing isolates

onset sepsis (LOS) in preterm neonates. 2 non-typeable (due to no band in arc or (Figure 3): from preterm vs colonizing isolates
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e Most (81.3%) were CC29 (Figure 2) “ 1

more frequently in hospital than other STs Is unknown.

¢

diversity (95%
confidence interval)

13
e \We aimed to describe STs of S. haemolyticus causing . A 75% Other ST 0,75
LOS and colonizing preterm neonates compared with 9 a0 3 o' meTe | {
healthy term neonates and their mothers. ! " 12 5 50% :21;24
_ - 31 - ’ 24 — 9> | os-causinglcolonizing  Colonizing from term
Materials and Methods ::/Z ) L T Figure 4. Simpsons ndex of civersey of eolates from
_

Simpson's index of

preterm and term neonates/mothers

Neonates & Hospitalized preterm (gestational age (GA) <37 w; n=49) & 0 o ! @'l mST1
mothers healthy term neonates (GA>37 w; n=20) & their mothers 5 1CC29 A T4 m CC29
.

| e B 0% mST3 Other STs

Sampling Stool and skin swab from neonates & breast milk from mothers 37 30 . 18 111 LOS-causing Mothers of Preterm Mothersof  Term
once a week; blood cultures from preterm neonates with LOS ® isolates preterm  neonates term neonates

! 19 4 (n=8) neonates (n=37) neonates (n=17) LOS-causing/colonizing Colonizing from term
Isolation & ) ) e 33 '1 05 (n=10) (n=10) | from pr_eterm neonates neon_ates/mothers
identification of| CtItured onto mannitol salt agar -3 incubated at 37°C for 48 b | 104 ' Figure 3. Distribution of STs among isolates from preterm/term neonates/mothers Figure 5. Proportion of CC29 oamong isolates from
staphylococci — 5 colonies picked - MALDI-TOF MS ] reterm and term neonates/mothers

l All 684 S. haemolyticus isolates from LOS (n=8), '32 12 » 16

stool (n=368), skin (n=253), breast milk (n=55) . A4 H[] - 13 Kl .

_ Multilocus variable-number tandem-repeat analysis (MLVA) Va g o 34 S h vt lonizi : LOS in h talized ¢ ¢
Typing of PP 28 0N, . 36 e S. haemolyticus colonizing or causing in hospitalized preterm neonates
S_ haemol tfcus 74 randomly chosen isolates of distinct . . . . -
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Figure 1. Flowchart of the study methodology

lineage adapted to hospital environment.
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